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SEQUENCE LISTING 
<110> SmithKline Beecham pic 

5 

<120> New Use 



<130> P32320 

10 

<160> 2 

<170> FastSEQ for Windows Version 3.0 

15 <210> 1 

<211> 1246 

<212> DNA 

<213> Homo sapiens 

20 <400> 1 

gaataagaat ggcggcacct gacttgctgg atcctaaatc tgccgctcag aactccaaac 60 

cgaggctctc gttttccacg aaacccacag tgcttgcttc ccgggtggag agtgacacga 120 

ccattaatgt tatgaaatgg aagacggtct ccacgatatt cctggtggtt gtcctctatc 180 

tgatcatcgg agccaccgtg ttcaaagcat tggagcagcc tcatgagatt tcacagagga 240 

25 ccaccattgt gatccagaag caaacattca tatcccaaca ttcctgtgtc aattcgacgg 300 

agctggatga actcattcag caaatagtgg cagcaataaa tgcagggatt ataccgttag 360 

gaaacacctc caatcaaatc agtcactggg atttgggaag ttccttcttc tttgctggca 420 

ctgttattac aaccatagga tttggaaaca tctcaccacg cacagaaggc ggcaaaatat 480 

tctgtatcat ctatgcctta ctgggaattc ccctctttgg ttttctcttg gctggagttg 540 

30 gagatcagct aggcaccata tttggaaaag gaattgccaa agtggaagat acgtttatta 600 

agtggaatgt tagtcagacc aagattcgca tcatctcaac aatcatattt atactatttg 660 

gctgtgtact ctttgtggct ctgcctgcga tcatattcaa acacatagaa ggctggagtg 720 

ccctggacgc catttatttt gtggttatca ctctaacaac tattggattt ggtgactacg 780 

ttgcaggtgg atccgatatt gaatatctgg acttctataa gcctgtcgtg tggttctgga 840 

35 tccttgtagg gcttgcttac tttgctgctg tcctgagcat gattggagat tggctccgag 900 

tgatatctaa aaagacaaaa gaagaggtgg gagagttcag agcacacgct gctgagtgga 960 

cagccaacgt cacagccgaa ttcaaagaaa ccaggaggcg actgagtgtg gagatttatg 1020 

acaagttcca gcgggccacc tccatcaagc ggaagctctc ggcagaactg gctggaaacc 1080 

acaatcagga gctgactcct tgtaggagga ccctgtcagt gaaccacctg accagcgaga 1140 

40 gggatgtctt gcctccctta ctgaagactg agagtatcta tctgaatggt ttgacgccac 1200 

actgtgctgg tgaagagatt gctgtgattg agaacatcaa atagcc 1246 

<210> 2 
<211> 411 
45 <212> PRT 

<213> Homo sapiens 
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<400> 2 

Met Ala Ala Pro Asp Leu Leu Asp Pro Lys Ser Ala Ala Gin Asn Ser 
15 10 15 

5 Lys Pro Arg Leu Ser Phe Ser Thr Lys Pro Thr Val Leu Ala Ser Arg 

20 25 30 

Val Glu Ser Asp Thr Thr lie Asn Val Met Lys Trp Lys Thr Val Ser 

35 40 45 

Thr lie Phe Leu Val Val Val Leu Tyr Leu lie lie Gly Ala Thr Val 
10 50 55 60 

Phe Lys Ala Leu Glu Gin Pro His Glu lie Ser Gin Arg Thr Thr He 
65 70 75 80 

Val He Gin Lys Gin Thr Phe He Ser Gin His Ser Cys Val Asn Ser 
85 90 95 

15 Thr Glu Leu Asp Glu Leu He Gin Gin He Val Ala Ala He Asn Ala 
100 105 110 

Gly lie He Pro Leu Gly Asn Thr Ser Asn Gin He Ser His Trp Asp 

115 120 125 

Leu Gly Ser Ser Phe Phe Phe Ala Gly Thr Val He Thr Thr He Gly 
20 130 135 140 

Phe Gly Asn He Ser Pro Arg Thr Glu Gly Gly Lys He Phe Cys He 
145 150 155 160 

He Tyr Ala Leu Leu Gly He Pro Leu Phe Gly Phe Leu Leu Ala Gly 
165 170 175 

25 Val Gly Asp Gin Leu Gly Thr He Phe Gly Lys Gly He Ala Lys Val 
180 185 190 

Glu Asp Thr Phe He Lys Trp Asn Val Ser Gin Thr Lys He Arg He 

195 200 205 

He Ser Thr He He Phe He Leu Phe Gly Cys Val Leu Phe Val Ala 
30 210 215 220 

Leu Pro Ala He lie Phe Lys His He Glu Gly Trp Ser Ala Leu Asp 
225 230 235 240 

Ala He Tyr Phe Val Val He Thr Leu Thr Thr He Gly Phe Gly Asp 
245 250 255 

35 Tyr Val Ala Gly Gly Ser Asp He Glu Tyr Leu Asp Phe Tyr Lys Pro 
260 265 270 

Val Val Trp Phe Trp He Leu Val Gly Leu Ala Tyr Phe Ala Ala Val 

275 280 285 

Leu Ser Met He Gly Asp Trp Leu Arg Val He Ser Lys Lys Thr Lys 
40 290 295 300 

Glu Glu Val Gly Glu Phe Arg Ala His Ala Ala Glu Trp Thr Ala Asn 
305 310 315 320 

Val Thr Ala Glu Phe Lys Glu Thr Arg Arg Arg Leu Ser Val Glu He 
325 330 335 

45 Tyr Asp Lys Phe Gin Arg Ala Thr Ser He Lys Arg Lys Leu Ser Ala 
340 345 350 
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Glu Leu Ala Gly Asn His Asn Gin 
355 360 
Leu Ser Val Asn His Leu Thr Ser 
370 375 
5 Leu Lys Thr Glu Ser lie Tyr Leu 
385 390 
Gly Glu Glu He Ala Val He Glu 
405 



Glu Leu Thr Pro Cys Arg Arg Thr 
365 

Glu Arg Asp Val Leu Pro Pro Leu 
380 

Asn Gly Leu Thr Pro His Cys Ala 
395 400 
Asn lie Lys 
410 



10 
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